The retention times (RT) of C n T 25 monomers agreed well with the calibration data obtained using synthetic nonstructured (according to CD) oligonucleotides of average sequence, amplicons, and plasmid DNA, while the RT calculated for intermolecular structures turned out to be significantly overestimated. Accordingly, we had to embed a correction to the calibration curve based on theoretical preconditions and AFM experimental data (red line in Figure S1a ). For instance, C 5 T 25 had a peak at RT=11.8 min which should be related to a tetramer M•4, but not a dimer M•2. In the profile of C 7 T 25 ( Figure S1b ) we could recognize two separate peaks, from which one peak was related to a tetramer while the other was interpreted as a trimer M•3. Figure S1 . Correction of HPLC calibration curve. a, A fragment of the calibration curve of the GF-250 gel filtration column obtained with synthetic nonstructured (by CD spectra) oligonucleotides, ds DNA (150-200 bp), and plasmids (blue) and the corrected calibration curve (red). b, HPLC-profiles of control oligonucleotides and rapidly annealed C 7 T 25 .
HPLC analysis of C n T 25 oligonucleotides
The retention times (RT) of C n T 25 monomers agreed well with the calibration data obtained using synthetic nonstructured (according to CD) oligonucleotides of average sequence, amplicons, and plasmid DNA, while the RT calculated for intermolecular structures turned out to be significantly overestimated. Accordingly, we had to embed a correction to the calibration curve based on theoretical preconditions and AFM experimental data (red line in Figure S1a ). For instance, C 5 T 25 had a peak at RT=11.8 min which should be related to a tetramer M•4, but not a dimer M•2. In the profile of C 7 T 25 ( Figure S1b ) we could recognize two separate peaks, from which one peak was related to a tetramer while the other was interpreted as a trimer M•3. 
AFM analysis of i-motif stability at different pH
The pH dependence was analyzed with AFM. Increasing pH to 8.5 resulted in the unfolding of i-motifs in the samples of C 12 T 25 and C 25 T 25 , but a small number of assembled monomers M•1 were found in both samples ( Figure S6 ). 
